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ABSTRACT  Hypertension is complex multi factorial disease; the development and progression of hypertension varies
from population to population. The T174M and M235T polymorphisms of the AGT gene have been reported to be associated
with essential hypertension in many populations. The researchers analyzed the possible association of T174M and M235T
polymorphisms of AGT gene in essential hypertension patients (n=254) of Tamil Nadu, India along with equal number of
age and sex matched control subjects. Results revealed that 235T mutation is an independent risk factor for essential
hypertension in this study group (RR = 2.52; χ2 = 39.32; CI = 1.89-3.371). It is a risk factor for both younger (RR = 2.72;
χ2 = 16.39; CI = 1.689-4.380) and older age (RR = 2.48; χ2 = 16.53; CI = 1.60-3.839) groups. 174M is a more potent risk
allele for younger onset (RR = 1.54; χ2 = 3.97; CI = 1.01-2.34) of hypertensive patients than in the older (RR = 1.09; χ2 =
0.14; CI = 1.42-1.67) essential hypertensive patients. Further both T174M and M235T polymorphisms were observed to
be high risk factors in females than in males. Our finding suggested that both polymorphisms (M235T and T174M) are
independent risk factors for essential hypertension while homozygous TT235 has greater effect than the MM174 mutation.
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