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ABSTRACT FiveAlu markers (AluAPO, PV 92, TPA 25, D1 and ACE) were studied in five tribal
populations namely, KondaReddi, KoyaDoraand KondaKammaraof East Godavari district, Lambada
and Chenchu of Mahaboobnagar district of AndhraPradesh. All thefiveloci werefound to be highly
polymorphic. While the lowest heterozygosity was observed in the Chenchu the Lambadi showsthe
highest. Both Neighbour Joining tree and Principal Component analysis based on genetic distances
suggest two broad clusters, one formed by the Lambada and Chenchu and the other by the Konda
Reddi and Koya Dorawith Konda Kammaraas an outer element to this three-point cluster. Another
cluster analysiscarried out along with 19 other Indian popul ations brings out no distinct cluster of the
5APtribes; instead these APtribal populationsareintegrated into different subclusters of the UPand
Bengal suggesting lack of distinct genetic identity of these APtribesasfar asthefew Alu markersare
concerned.
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